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Global Summary

%DE = 0.11

# genes with fdr < 0.2  = 4102  ( 2439 + / 1663  −)

# genes with fdr < 0.1  = 3051  ( 1897 + / 1154  −)

# genes with fdr < 0.05  = 2620  ( 1665 + / 955  −)

# genes with fdr < 0.01 = 1902  ( 1241 + / 661  −)

# genes in genesets = 16360

<FC> = 0

<t−score> = −0.16

<p−value> = 0.16

<fdr> = 0.89
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neuronal PAS domain protein 4 [Source:HGNC Symbol;Acc:HGNC:18983]

ectodermal−neural cortex 1 [Source:HGNC Symbol;Acc:HGNC:3345]

SRY−box 4 [Source:HGNC Symbol;Acc:HGNC:11200]

SRY−box 4 [Source:HGNC Symbol;Acc:HGNC:11200]

SRY−box 4 [Source:HGNC Symbol;Acc:HGNC:11200]

transforming growth factor beta induced [Source:HGNC Symbol;Acc:HGNC:11771]

tenascin C [Source:HGNC Symbol;Acc:HGNC:5318]

CD14 molecule [Source:HGNC Symbol;Acc:HGNC:1628]

ribosomal protein S4 Y−linked 1 [Source:HGNC Symbol;Acc:HGNC:10425]

serpin family A member 3 [Source:HGNC Symbol;Acc:HGNC:16]

stathmin 2 [Source:HGNC Symbol;Acc:HGNC:10577]

visinin like 1 [Source:HGNC Symbol;Acc:HGNC:12722]

vascular cell adhesion molecule 1 [Source:HGNC Symbol;Acc:HGNC:12663]

coagulation factor II thrombin receptor [Source:HGNC Symbol;Acc:HGNC:3537]

synaptotagmin 1 [Source:HGNC Symbol;Acc:HGNC:11509]

neurogranin [Source:HGNC Symbol;Acc:HGNC:8000]

solute carrier family 17 member 7 [Source:HGNC Symbol;Acc:HGNC:16704]

apolipoprotein C1 [Source:HGNC Symbol;Acc:HGNC:607]
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Global Geneset Analysis

Rank GSZ p−value #all Geneset
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synapse

chemical synaptic transmission

plasma membrane

postsynaptic membrane

membrane
ion transport

neurotransmitter secretion
synaptic vesicle exocytosis

glutamate secretion

regulation of exocytosis

nervous system development

regulation of ion transmembrane transport
presynapse

postsynapse

regulation of synaptic plasticity

learning

regulation of synaptic vesicle exocytosis
memory

potassium ion transport

neurotransmitter transport

Underexpressed
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−9.95
−9.89
−9.27
−9.22
−8.81

−7.72
−7.53

−7.47
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SRP−dependent cotranslational protein targeting to membrane
viral transcription

translation
translational initiation
nuclear−transcribed mRNA catabolic process, nonsense−mediated decay
DNA−binding transcription factor activity, RNA polymerase II−specific
mRNA splicing, via spliceosome
regulation of transcription, DNA−templated
rRNA processing
DNA repair
immune system process
cellular response to DNA damage stimulus
DNA replication
RNA splicing
cell cycle
regulation of transcription by RNA polymerase II
positive regulation of transcription by RNA polymerase II
mRNA processing
chromatin binding
chromatin organization


